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Podcast Blig X ERmixE - EEERBUT :

* Pharmacogenomic 101
EP.1 Introduction of Pharmacogenomics-The Basic concept in Precision Medicine
EP.2 Role of Pharmacogenomics in Pharmacokinetics/Pharmacodynamics

EP.3 Role of Pharmacogenomics in HLA and Severe ADR

EP4 Role of Pharmacogenomics in Cardiology

EP.5 Role of Pharmacogenomics in Oncology and Targeted Therapy

EP.6 Role of Pharmacogenomics in Pain, Psychiatry, and Neurology Disorders
EP.7 Clinical Implementation of Pharmacogenomics

EP.8 Challenges and Opportunities in Therapeutic Implementation
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